
GEMHA0001_0190_Ghae_241889691

SNCF1AHHSMI1SMI1*WHHNUC_N

SMI1 REase [NS]HH SMI1*

SMI1*SMI1SMI1SMI1Alink+HNHLXG+PT-TG

SNCF2NUC_NSMI1*WHHNUC_N+NucANucA

bthur0014_29570_Bthu_228901773

BCAH1134_3052_Bcer_206968957

BpOF4_17265_Bpse_288556451

BCG9842_B1950_Bcer_218898354

SP+DEAM_DxESMI1*SUKH-3 Bsph_3585_Lsph_169829043

SP+WHH SNCF2 SUKH-4* SMI1 SUKH-3 SUKH-3 SMI1

BB14905_10100_Bsp._126653202

LXG+Alink+AHH SMI1 SMI1* EndoU SNCF2

LXG+Alink+WHH SMI1 SMI1* EsaC

LXG+Alink+EndoU SMI1* AHH

SMI1*SMI1SMI1SMI1LXG+Alink+AHH

LXG+Alink+EndoU SMI1* EsaC SYD SMI1

SMI1*[NS]HHLXG+REase

LXG+PT-TG+[NS]HH SMI1*

SMI1LXG+Alink+LHHSMI1*

SMI1*SMI1LXG+Alink+[NS]HHSMI1

LXG EsaC Alink SMI1* AHH SMI1 SYD

LXG+Alink+EndoU SMI1* EsaC SNCF2

SMI1*LXG+Alink+HNH
BA_2313_Bant_30262321

bcere0007_8300_Bcer_229165854

bcere0002_7870_Bcer_229189102

BC0927_Bcer_30019082

bcere0014_38930_Bcer_229134986

bcere0012_7940_Bcer_229143627

bcere0025_26840_Bcer_229070500

LXG+Alink+WHH ColE7/8/9 LXG LXG+Alink+WHH SMI1*
bcere0011_43900_Bcer_229152858

bcere0017_55850_Bcer_229119352

yobM_Bsub_2619041

yokK_Bsub_16079215

BT9727_0811_Bthu_49476972

bthur0006_8230_Bthu_228951402

WXG+Alink+HNH SMI1* BC03BB108_0252_Bcer_196046250

WXG WXG+Alink+WHH SMI1* bcere0010_16740_Bcer_229155481

SMI1*DUF2185WXG+PT-TG+GH-E
bcere0001_37850_Bcer_229198255

SMI1*[NS]HHWXG BT9727_2262_Bthu_49477712

PT-TGSMI1*WXG+PT-TG+LHH
G11MC16DRAFT_2684_Gsp._196250234

SNCF2SMI1SMI1SUFUSMI1SNCF1SMI1*WHHSMI1LDXD+PT-TG+WHH

SMI1WHHNUC_NNUC_NSMI1*LDXD+PT-TG+WHH

SUFUNucANucASNCF2WHHSMI1*SMI1
LDXD+PT-TG+
NUC_N+WHH

SNCF1SMI1*WHHSMI1WHHLDXD+PT-TG+NucA

SMI1* LDXD+PT-TG DHNNK AHH

SMI1*SMI1LDXD+PT-TG+HNH

SMI1*
LDXD+PT-TG

+Cytotoxic

SNCF1NUC_NNUC_N+NucASMI1*LDXD+PT-TG+NucA

SMI1SNCF2SMI1SMI1*SNCF1LDXD+PT-TG+GH-E

LDXD+PT-TG+NUC_N
+DHNNK

NUC_N SYD* SMI1 SYD NucA

SNCF1NucASNCF2NUC_N+WHHSMI1*NUC_N+WHHLDXD+PT-TG

SMI1 SMI1 SNCF1 SMI1* SMI1 GH-E SUFU WHH SMI1

HINTNucASMI1*SUFUSMI1WHHHINT+LHHSMI1

PT-TG+NucA SNCF1 SNCF1 LHH SMI1* DHNNK NucA

LDXD+PT-TG+AHH SMI1 SMI1 DUF2185 SMI1 SMI1* SMI1 SMI1 SNCF2 SMI1

EUBVEN_00682_Even_154482984

BCAH820_2221_Bcer_218903337

BCAH1134_3336_Bcer_206968711

bcere0026_29580_Bcer_229060864

BCB4264_A3292_Bcer_218232628

bcere0012_30140_Bcer_229145865

bcere0018_29480_Bcer_229110698

Bcer98_0730_Bcyt_152974553

BAT_0845_Bpum_194016537

BPUM_3401_Bpum_157694151

BT9727_3072_Bthu_49478144

bthur0009_30380_Bthu_228934582

bthur0013_67440_Bthu_228912690

BC3300_Bcer_30021408

Firmicutes

Bgr_15150_Bgra_240850988 SMI1*SMI1SMI1SMI1SMI1SMI1TpsASD+FilHs+DUF637N+
DUF637+PTVENN+LHH   CdiB

Btr_0398_Btri_163867651

CdiB TpsASD+FilHs+DUF637N+
DUF637+PTVENN+LHH SMI1 PT-VENN LHH SMI1* SMI1 SMI1 SMI1 PT-VENN+LHH SMI1 SMI1 DUF637N+DUF637

PSPTO_3226_Psyr_28870392 HNHSMI1*TpsASD+FilHs+DUF637N
+DUF637+HINT+ColE7/8/9CdiB

Plum_37524553
DUF637+PTVENN

+CdiAC
NucASMI1*TpsASD+FilHs+DUF637

+PTVENN+LHHCdiB

BamMEX5DRAFT_0066_Bamb_171315475
2TM+PAAR+DHNNK SMI1*

Bcen_3345_Bcen_107025702
2TM+PAAR+

RHSs+[NS]HH SMI1*

BCAS0662_Bcen_197295499 SMI1*
2TM+PAARs+
RHSs+WHH

Bcenmc03_5265_Bcen_170737622
2TM+PAAR+
RHSs+AHH SMI1*

orf7_Plum_27497169
2TM+PAARs+

RHSs+LHH SMI1*

PputW619_3885_Pput_170723046
2TM+PAARs+

RHSs
WHH SMI1* SP+HNH

PM0487_Pmul_15602352 SMI1* EndoU EndoU

MXAN_6559_Mxan_108760290 SMI1*SP+HNH

HMPREF0621_1607_Pdag_260914273 EndoUSMI1*SP+WHH

PsyrpaN_010100019816_Psyr_289627352 SP+PTVENN+LHH SMI1*

SNSL317_A2645_Sent_195873885
SP+PAARs+
RHSs+WHH

SMI1* RHSs

Proteobacteria

PM8797T_02109_Pmar_149178029

PM8797T_02044_Pmar_149178445

SP+HINT+XHINT+XGH-ESP+HINT+XSMI1*SP+HINT+WHHSP+HINT+XSP+HINT+XHINT+X

SP+HINT+XSMI1*HINT+LHH

Planctomycetes

Cdip_38234224 SMI1*
SP+ALFs+

PT-TG+WHH

SgriT_010100006597_Sgri_256812837 SMI1*SMI1SP+LamGs+
RHSs+NucA

SACT1DRAFT_5983_Ssp._282872979
SP+DHNNK SUKH-4* SUKH-4

Tfu_1003_Tfus_72161407
SP+HINT+
DEAM_DxE

SMI1*

Actinobacteria

SUKH-3DEAM_CxE  WHH+SMI1  SUKH-4*SACT1DRAFT_6598_Ssp._282873604

HMPREF0660_01846_Pmel_288803408

SP+RHSs RHSs RHSs+[NS]HH LHH SMI1*

KAOT1_16618_Kalg_163754537

SP+WHH SMI1* SMI1 SNCF1 SUKH-3 SMI1

NucA NucA SMI1*

Bacteroidetes

M23134_00933_Mmar_124010339

Minf_1176_Minf_189219188

HNH+2TM+Minf_TCSMI1+SMI1*HNHSMI1+SMI1HNHSMI1+SMI1

Chlamydiae

UL23 UL26 UL28UL24 UL29 UL36 UL43UL38
7 genes 5 genes

US22 US23 US24 TRS1US26IRS1
21 genes 8 genes

HCMV genomic locations for US22 family members 

Minf_TC

CDI operons
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